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FIGURE 9 

A. Abl2 VH nucleic acid (SEQ ID NO: 36) and 
corresponding amino acid sequence (SEQ ID NO:6)Ab 

QVQLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPP G 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGL EWIGYIYYSGS 
127 AAGGGACTGGAGTGGATTGGGTATATCTATTACAGTGGGAGC 

TNYNPSLKSRVTIS 
169 ACC AAC T AC AAC C C C T C C CT C AAG AGT C GAGT C AC CAT AT C A 

VDT SKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
295 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 

B. Abl2.6 VH nucleic acid (SEQ ID NO: 27) and 
corresponding amino acid sequence (SEQ ID NO: 7) 

QVQLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIGGEGS 
127 AAGGGACTGGAGTGGATTGGGTATATCGGGGGGGAGGGGAGC 

TNYNPSLKSRVTIS 
169 AC C AACT AC AAC CCCTCCCT C AAGAGT C GAGT C AC CAT AT C A 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
2 53 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



FIG. 9 (con't) 



Abl2.56 VH nucleic acid (SEQ ID NO: 28) and 
corresponding amino acid sequence (SEQ ID NO: 8) 

QVQLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIAGTGS 
127 AAGGGACTGGAGTGGATTGGGTATATCGCCGGGACGGGGAGC 

TNYNPSLKSRVTIS 
169 AC C AAC T AC AAC CC CT C C C T C AAGAGT C GAGT C AC CAT AT C A 

VDTSKNQ FSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



Abl2.118 VH nucleic acid (SEQ ID NO:29) and 
corresponding amino acid sequence (SEQ ID NO: 9) 

QVQLQE S, G P GLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIGYSGS 
127 AAGGGACTGGAGTGGATTGGGTATATCGGTTACAGTGGGAGC 

TNYN PSLKSRVTIS 
169 ACCAACTACAACCCCTCCCTCAAGAGTCGAGTCACCATATCA 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



FIG. 9 (con't) 



Abl2.119 VH nucleic acid (SEQ ID NO: 30) and 
corresponding amino acid sequence (SEQ ID NO: 10) 

QVQLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIYGSGS 
127 AAGGGACTGGAGTGGATTGGGTATATCTATGGCAGTGGGAGC 

TNYNPSLKSRVTIS 
169 AC C AAC T AC AAC CCCTCCCT C AAGAGT CGAGT C AC CAT AT C A 

V D T S K N Q F S L K L R S 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTL V 
295 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



Abl2.120 VH nucleic acid (SEQ ID NO:31) and 
corresponding amino acid sequence (SEQ ID NO: 11) 

QV QLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIYYEGS 
127 AAGGGACTGGAGTGGATTGGGTATATCTATTACGAAGGGAGC 

TNYNPSLKSRVTIS 
169 ACCAACTACAACCCCTCCCTCAAGAGTCGAGTCACCATATCA 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



FIGURE 9 (cont.) 



Abl2.121 VH nucleic acid (SEQ ID NO: 32) and 
corresponding amino acid sequence (SEQ ID NO: 12) 

QVQLQE SGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIGGSGS 
127 AAGGGACT GGAGTGGATT GGGT AT ATCGGGGGGT CGGGGAGC 

TNYNPSLKSRVTIS 
169 AC C AAC T ACAAC CCCTCCCT CAAG AGT C GAGT C ACC AT AT C A 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



Abl2.122 VH nucleic acid (SEQ ID NO: 33) and 
corresponding amino acid sequence (SEQ ID NO: 13) 

QVQLQESGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIYGEGS 
127 AAGGGACT GGAGT GGAT T GGGT AT AT CT AT GGGGAAGGGAGC 

TNYNPSLKSRVTIS 
169 ACCAACTACAACCCCTCCCTCAAGAGTCGAGTCACCATATCA 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
2 95 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



FIGURE 9 (cont.) 



I. Abl2.123 VH nucleic acid (SEQ ID NO: 34) and 

corresponding amino acid sequence (SEQ ID NO: 14) 

QVQLQE SGPGLVKP 
1 CAGGTGCAGCTGCAGGAGTCGGGCCCAGGACTGGTGAAGCCT 

SETLSLTCTVSGAS 
4 3 TCGGAGACCCTGTCCCTCACCTGCACTGTCTCTGGTGCCTCC 

ISSYYWSWIRQPPG 
8 5 ATCAGTAGTTACTACTGGAGCTGGATCCGGCAGCCCCCAGGG 

KGLEWIGYIGYEGS 
127 AAGGGACT GGAGT GGAT T GGGT AT AT C GGGT ACGAGGGGAGC 

TNYNPSLKSRVTI S 
169 AC C AACT AC AAC CCCTCCCT C AAGAGT C G AGT C AC CAT AT C A 

VDTSKNQFSLKLRS 
211 GTAGACACGTCCAAGAACCAGTTCTCCCTGAAGCTGAGGTCT 

VTAADTAVYYCARE 
253 GTGACCGCTGCGGACACGGCCGTGTATTACTGTGCGAGAGAG 

RLGIGDYWGQGTLV 
295 CGACTGGGGATCGGGGACTACTGGGGCCAGGGAACCCTGGTC 

T V S S 
337 ACCGTCTCCTCA 



FIGURE 10 



VL nucleic acid (SEQ ID NO: 35) and corresponding 
amino acid sequence (SEQ ID NO:17)Ab of Abl2, 
Abl2.6 and Abl2 . 6-related antibodies 



DIQLTQS PSSLSAS 
1 GACATCCAGCTGACCCAATCTCCATCCTCCCTGTCTGCATCT 

VGDRVTITCRASQG 
4 3 GTAGGAGACAGAGTCACCATCACTTGCCGGGCAAGTCAGGGC 

IRNDLGWYQQKPGK 
8 5 ATTAGAAATGATTTAGGCTGGTATCAGCAGAAACCAGGGAAA 

APKRLIYAASSLQS 
127 GCCCCTAAGCGCCTGATCTATGCTGCATCCAGTTTGCAAAGT 

GVPSRFSGSGSGTE 
169 GGGGTCCCATCAAGGTTCAGCGGCAGTGGATCTGGGACAGAA 

FTLTISSLQPEDFA 
211 TTCACTCTCACAATCAGCAGCCTGCAGCCTGAAGATTTTGCA 

TYYCLQHNTYPPTF 
253 ACTTATTACTGTCTACAGCATAATACTTACCCTCCGACGTTC 

GQGTKVEIK 
2 95 GGCCAAGGGACCAAGGTGGAAATCAAA 
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